Amendments to the Claims 

Please cancel claims 3, 7, 15 and 16. Please amend claims 13 and 14 as follows. 
Listing of Claims 

This listing of claims will replace all prior versions and listings of claims in the application. 
1-12. (Canceled) 

13. (Currently Amended) The A chimeric CMV virus of claim 7 which comprises: (a) 
a polynucleotide sequence at least 90% id e ntical to of a high-passage Towne genome from 
nucleotides 1 to 3799; (b) a polynucleotide sequence at l e ast 90% id e ntical to of a Toledo 
genome from nucleotides 15750 to 67568; (c) a polynucleotide sequence at l e ast 90% 
id e ntical to of a high-passage Towne genome from nucleotides 81647 to 170499; (d) a 
polynucleotide sequence at lea s t 90% identical to of a Toledo genome from nucleotides 
175069 to 203136; and (e) a polynucleotide sequence at l e ast 90% id e ntical to of a high 
passage Towne genome from nucleotides 205803 to S-terrru wherein the high-passage Towne 
genome has been passaged at least 50 times and wherein the nucleotide number of the Towne 
and Toledo genomes is according to the numbering convention of the AD 169 genome . 

14. (Currently Amended) The A chimeric CMV virus of claim 7 which comprises: (a) 
a polynucleotide sequence at least 90% identical to of a high-passage Towne genome from 
nucleotides 1 to 3799; (b) a crossover region comprising SEP ID NO.: 28 from nucleotides 
3800 to 15719 ; (c) a polynucleotide sequence at l e a s t 90% identical to of a Toledo genome 
from nucleotides 1 5750 to 67568; (d) a crossover region comprising SEP ID NO.: 29fr em 
nucleotides 67569 to 81616 ; (e) a polynucleotide sequence at l e ast 90% identical to of a high- 
passage Towne genome from nucleotides 81647 to 170499; (f) a crossover region comprising 
SEP ID NO.: 30 from nucleotid e s 170500 to 175068 : (g) a polynucleotide sequence at least 
90% identical to of a Toledo genome from nucleotides 175069 to 203136; (h) a crossover 
region comprising SEP ID NP.: 31 and (ei) a polynucleotide sequence at least 90% id e ntical 
te of a high passage Towne genome from nucleotides 205803 to S-term , wherein the high- 
passage Towne genome has been passaged at least 50 times and wherein the nucleotide 
number of the Towne and Toledo genomes is according to the numbering convention of the 
AD 169 genome . 

15-16, (Canceled) 



2 



17. (Previously Presented) An immunogenic composition comprising the chimeric 
virus of claim 13. 

18. (Previously Presented) An immunogenic composition comprising the chimeric 
virus of claim 14. 

19. (Withdrawn) A method of prophylactic treatment of a human cytomegalovirus- 
related disease or condition comprising administering to a human an immunological 
composition of claim 15 in an amount sufficient to stimulate an immune response in said 
human. 

20. (Withdrawn) A method of prophylactic treatment of a human cytomegalovirus- 
related disease or condition comprising administering to a human an immunological 
composition of claim 16 in an amount sufficient to stimulate an immune response in said 
human. 

21. (Withdrawn) A method of prophylactic treatment of an human cytomegalo virus- 
related disease or condition comprising administering to a human the immunological 
composition of claim 17 in an amount sufficient to stimulate an immune response in said 
human. 

22. (Withdrawn) A method of prophylactic treatment of a human cytomegalovirus- 
related disease or condition comprising administering to a human an immunological 
composition of claim 1 8 in an amount sufficient to stimulate an immune response in said 
human. 
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